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1 STATEMENT  

CEITEC´s Strategy and R&D Support Office set the baseline for the 3 main KPIs related to 

the scientific excellence of the project outputs (publications of involved researchers from 

CEITEC MU in T10, publications realized in cooperation between Twinning partners, 

publications in Q1 where the first author is a PhD student from CEITEC MU whose 

supervisor belongs to the Twinning research team) and  3 KPIs that count Twinning activities 

realized during the project (number of outgoing ESR secondments, number of outward 

researchers secondments, number of inward researchers secondments). 

1.1 PUBLICATIONS 

 

RGLs involved in INTEG-RNA from CEITEC MU (Mary Anne O'Connell, Štěpánka 

Vaňáčová, Peter Lukavsky, Dalibor Blažek, Panagiotis Alexiou, Karel Říha, Jiří Fajkus, 

Marek Mráz and Helene Robert Boivson) produced 41 publications in 2021 - November 2022 

(source: Web of Science Core Collection, document type: Article, Review or Letter). The 

RGLs are affiliated to the CEITEC MU. 41 % of publications were in T10 journals, 5 % of 

publications were realized in cooperation between Twinning partners and 12 % of 

publications were in Q1 where the first author is PhD student from CEITEC MU whose 

supervisor belongs to Research Groups involved in INTEG-RNA (and RGL is a co-author of 

publication). 

 

In numbers of publications 

• publications of involved researchers from CEITEC MU in T10: 17  

• publications realized in cooperation between Twinning partners: 2 

• publications in Q1 where the first author is a PhD student from CEITEC MU whose 

supervisor belongs to the Twinning research team: 5 

 

The list of publications (2021 - November 2022)  in alphabet order: 

 
(1) Agrawal, R.; Jiri, F.; Thakur, J. K. The Kinase Module of the Mediator Complex: An 

Important Signalling Processor for the Development and Survival of Plants. JOURNAL OF 

EXPERIMENTAL BOTANY, 2021, 72, 224–240. https://doi.org/10.1093/jxb/eraa439. 

(2) Agrawal, R.; Sharma, M.; Dwivedi, N.; Maji, S.; Thakur, P.; Junaid, A.; Fajkus, J.; Laxmi, A.; 

Thakur, J. K. MEDIATOR SUBUNIT17 Integrates Jasmonate and Auxin Signaling Pathways 

to Regulate Thermomorphogenesis. PLANT PHYSIOLOGY, 2022, 189, 2259–2280. 

https://doi.org/10.1093/plphys/kiac220. 

(3) Borsky, M.; Hrabcakova, V.; Novotna, J.; Brychtova, Y.; Doubek, M.; Panovska, A.; Muller, 

P.; Mayer, J.; Trbusek, M.; Mraz, M. Rituximab Induces Rapid Blood Repopulation by CLL 

Cells Mediated through Their Release from Immune Niches and Complement Exhaustion. 

LEUKEMIA RESEARCH, 2021, 111. https://doi.org/10.1016/j.leukres.2021.106684. 

(4) Brablik, J.; Ladrova, M.; Vilimek, D.; Kolarik, J.; Kahankova, R.; Hanzlikova, P.; Nedoma, J.; 

Behbehani, K.; Fajkus, M.; Vojtisek, L.; Martinek, R. A Comparison of Alternative 

https://doi.org/10.1093/jxb/eraa439
https://doi.org/10.1093/plphys/kiac220
https://doi.org/10.1016/j.leukres.2021.106684
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Approaches to MR Cardiac Triggering: A Pilot Study at 3 Tesla. IEEE JOURNAL OF 

BIOMEDICAL AND HEALTH INFORMATICS, 2022, 26, 2594–2605. 

https://doi.org/10.1109/JBHI.2022.3146707. 

(5) Cairo, A.; Vargova, A.; Shukla, N.; Capitao, C.; Mikulkova, P.; Valuchova, S.; Pecinkova, J.; 

Bulankova, P.; Riha, K. Meiotic Exit in Arabidopsis Is Driven by P-Body-Mediated Inhibition 

of Translation. SCIENCE, 2022, 377, 629–634. https://doi.org/10.1126/science.abo0904. 

(6) Capitao, C.; Tanasa, S.; Fulnecek, J.; Raxwal, V. K.; Akimcheva, S.; Bulankova, P.; 

Mikulkova, P.; Khaitova, L. C.; Kalidass, M.; Lermontova, I.; Scheidid, M.; Riha, K. A 

CENH3 Mutation Promotes Meiotic Exit and Restores Fertility in SMG7-Deficient 

Arabidopsis. PLOS GENETICS, 2021, 17. https://doi.org/10.1371/journal.pgen.1009779. 

(7) Covelo-Molares, H.; Obrdlik, A.; Postulkova, I.; Dohnalkova, M.; Gregorova, P.; Ganji, R.; 

Potesil, D.; Gawriyski, L.; Varjosalo, M.; Vanacova, S. The Comprehensive Interactomes of 

Human Adenosine RNA Methyltransferases and Demethylases Reveal Distinct Functional and 

Regulatory Features. NUCLEIC ACIDS RESEARCH, 2021, 49, 10895–10910. 

https://doi.org/10.1093/nar/gkab900. 

(8) Eekhout, T.; Dvorackova, M.; Garcia, J. A. P.; Dadejova, M. N.; Kalhorzadeh, P.; Van den 

Daele, H.; Vercauteren, I.; Fajkus, J.; De Veylder, L. G2/M-Checkpoint Activation in 

Fasciata1 Rescues an Aberrant S-Phase Checkpoint but Causes Genome Instability. PLANT 

PHYSIOLOGY, 2021, 186, 1893–1907. https://doi.org/10.1093/plphys/kiab201. 

(9) Fajkus, P.; Kilar, A.; Nelson, A. D. L.; Hola, M.; Peska, V.; Goffova, I.; Fojtova, M.; 

Zachova, D.; Fulneckova, J.; Fajkus, J. Evolution of Plant Telomerase RNAs: Farther to the 

Past, Deeper to the Roots. NUCLEIC ACIDS RESEARCH, 2021, 49, 7680–7694. 

https://doi.org/10.1093/nar/gkab545. 

(10) Fajkus, P.; Peska, V.; Fajkus, J.; Sykorova, E. Origin and Fates of TERT Gene Copies in 

Polyploid Plants. INTERNATIONAL JOURNAL OF MOLECULAR SCIENCES, 2021, 22. 

https://doi.org/10.3390/ijms22041783. 

(11) Franek, M.; Kilar, A.; Fojtik, P.; Olsinova, M.; Benda, A.; Rotrekl, V.; Dvorackova, M.; 

Fajkus, J. Super-Resolution Microscopy of Chromatin Fibers and Quantitative DNA 

Methylation Analysis of DNA Fiber Preparations. JOURNAL OF CELL SCIENCE, 2021, 

134. https://doi.org/10.1242/jcs.258374. 

(12) Fulnecek, J.; Riha, K. High-Throughput Protein-Nucleic Acid Interaction Assay Based on 

Protein-Induced Fluorescence Enhancement. RNA REMODELING PROTEINS, 2 

EDITION: Methods and Protocols, 2021, 2209, 109–117. https://doi.org/10.1007/978-1-

0716-0935-4_7. 

(13) Giassa, I.-C.; Alexiou, P. Bioinformatics and Machine Learning Approaches to Understand 

the Regulation of Mobile Genetic Elements. BIOLOGY-BASEL, 2021, 10. 

https://doi.org/10.3390/biology10090896. 

(14) Goffova, I.; Fajkus, J. The RDNA Loci-Intersections of Replication, Transcription, and 

Repair Pathways. INTERNATIONAL JOURNAL OF MOLECULAR SCIENCES, 2021, 

22. https://doi.org/10.3390/ijms22031302. 

(15) Hajji, K.; Sedmik, J.; Cherian, A.; Amoruso, D.; Keegan, L. P. P.; O’Connell, M. A. A. 

ADAR2 Enzymes: Efficient Site-Specific RNA Editors with Gene Therapy Aspirations. 

RNA, 2022, 28, 1281–1297. https://doi.org/10.1261/rna.079266.122. 

https://doi.org/10.1109/JBHI.2022.3146707
https://doi.org/10.1126/science.abo0904
https://doi.org/10.1371/journal.pgen.1009779
https://doi.org/10.1093/nar/gkab900
https://doi.org/10.1093/plphys/kiab201
https://doi.org/10.1093/nar/gkab545
https://doi.org/10.3390/ijms22041783
https://doi.org/10.1242/jcs.258374
https://doi.org/10.1007/978-1-0716-0935-4_7
https://doi.org/10.1007/978-1-0716-0935-4_7
https://doi.org/10.3390/biology10090896
https://doi.org/10.3390/ijms22031302
https://doi.org/10.1261/rna.079266.122
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(16) Hluchy, M.; Gajduskova, P.; Ruiz de los Mozos, I.; Rajecky, M.; Kluge, M.; Berger, B.-T.; 

Slaba, Z.; Potesil, D.; Weiss, E.; Ule, J.; Zdrahal, Z.; Knapp, S.; Paruch, K.; Friedel, C. C.; 

Blazek, D. CDK11 Regulates Pre-MRNA Splicing by Phosphorylation OfSF3B1. NATURE, 

2022, 609, 829+. https://doi.org/10.1038/s41586-022-05204-z. 

(17) Hoferkova, E.; Kadakova, S.; Mraz, M. In Vitro and In Vivo Models of CLL-T Cell 

Interactions: Implications for Drug Testing. CANCERS, 2022, 14. 

https://doi.org/10.3390/cancers14133087. 

(18) Chalupova, E.; Vaculik, O.; Polacek, J.; Jozefov, F.; Majtner, T.; Alexiou, P. ENNGene: An 

Easy Neural Network Model Building Tool for Genomics. BMC GENOMICS, 2022, 23. 

https://doi.org/10.1186/s12864-022-08414-x. 

(19) Jedlickova, V.; Ebrahimi Naghani, S.; Robert, H. S. On the Trail of Auxin: Reporters and 

Sensors. PLANT CELL, 2022, 34, 3200–3213. https://doi.org/10.1093/plcell/koac179. 

(20) Jedlickova, V.; Macova, K.; Stefkova, M.; Butula, J.; Stavenikova, J.; Sedlacek, M.; Robert, 

H. S. Hairy Root Transformation System as a Tool for CRISPR/Cas9-Directed Genome 

Editing in Oilseed Rape (Brassica Napus). FRONTIERS IN PLANT SCIENCE, 2022, 13. 

https://doi.org/10.3389/fpls.2022.919290. 

(21) Jernfors, T.; Danforth, J.; Kesaniemi, J.; Lavrinienko, A.; Tukalenko, E.; Fajkus, J.; 

Dvorackova, M.; Mappes, T.; Watts, P. C. Expansion of RDNA and Pericentromere Satellite 

Repeats in the Genomes of Bank Voles Myodes Glareolus Exposed to Environmental 

Radionuclides. ECOLOGY AND EVOLUTION, 2021, 11, 8754–8767. 

https://doi.org/10.1002/ece3.7684. 

(22) Khirsariya, P.; Pospisil, P.; Maier, L.; Boudny, M.; Babas, M.; Kroutil, O.; Mraz, M.; Vacha, 

R.; Paruch, K. Synthesis and Profiling of Highly Selective Inhibitors of Methyltransferase 

DOT1L Based on Carbocyclic C-Nucleosides. JOURNAL OF MEDICINAL CHEMISTRY, 

2022, 65, 5701–5723. https://doi.org/10.1021/acs.jmedchem.1c02228. 

(23) Konecna, K. P.; Kilar, A.; Kovacikova, P.; Fajkus, J.; Sykorova, E.; Fojtova, M. 

Compromised Function of ARM, the Interactor of Arabidopsis Telomerase, Suggests Its 

Role in Stress Responses. PLANT SCIENCE, 2022, 325. 

https://doi.org/10.1016/j.plantsci.2022.111453. 

(24) Konecna, K.; Sovakova, P. P.; Antekova, K.; Fajkus, J.; Fojtova, M. Distinct Responses of 

Arabidopsis Telomeres and Transposable Elements to Zebularine Exposure. 

INTERNATIONAL JOURNAL OF MOLECULAR SCIENCES, 2021, 22. 

https://doi.org/10.3390/ijms22010468. 

(25) Kurkowiak, M.; Arcimowicz, L.; Chrusciel, E.; Urban-Wojciuk, Z.; Papak, I.; Keegan, L.; 

O’Connell, M.; Kowalski, J.; Hupp, T.; Marek-Trzonkowska, N. The Effects of RNA 

Editing in Cancer Tissue at Different Stages in Carcinogenesis. RNA BIOLOGY, 2021, 18, 

1524–1539. https://doi.org/10.1080/15476286.2021.1877024. 

(26) Li, C.; Liu, G.; Geng, X.; He, C.; Quan, T.; Hayashi, K.-I.; De Smet, I.; Robert, H. S.; Ding, 

Z.; Yang, Z.-B. Local Regulation of Auxin Transport in Root-Apex Transition Zone 

Mediates Aluminium-Induced Arabidopsis Root-Growth Inhibition. PLANT JOURNAL, 

2021, 108, 55–66. https://doi.org/10.1111/tpj.15424. 

(27) Lycka, M.; Peska, V.; Demko, M.; Spyroglou, I.; Kilar, A.; Fajkus, J.; Fojtova, M. 

WALTER: An Easy Way to Online Evaluate Telomere Lengths from Terminal Restriction 

https://doi.org/10.1038/s41586-022-05204-z
https://doi.org/10.3390/cancers14133087
https://doi.org/10.1186/s12864-022-08414-x
https://doi.org/10.1093/plcell/koac179
https://doi.org/10.3389/fpls.2022.919290
https://doi.org/10.1002/ece3.7684
https://doi.org/10.1021/acs.jmedchem.1c02228
https://doi.org/10.1016/j.plantsci.2022.111453
https://doi.org/10.3390/ijms22010468
https://doi.org/10.1080/15476286.2021.1877024
https://doi.org/10.1111/tpj.15424
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Fragment Analysis. BMC BIOINFORMATICS, 2021, 22. https://doi.org/10.1186/s12859-

021-04064-0. 

(28) Maroofian, R.; Sedmik, J.; Mazaheri, N.; Scala, M.; Zaki, M. S.; Keegan, L. P.; 

Azizimalamiri, R.; Issa, M.; Shariati, G.; Sedaghat, A.; Beetz, C.; Bauer, P.; Galehdari, H.; 

O’Connell, M. A.; Houlden, H. Biallelic Variants in ADARB1, Encoding a DsRNA-Specific 

Adenosine Deaminase, Cause a Severe Developmental and Epileptic Encephalopathy. 

JOURNAL OF MEDICAL GENETICS, 2021, 58, 495–504. 

https://doi.org/10.1136/jmedgenet-2020-107048. 

(29) Mraz, M. Genetic Mechanism for the Loss of PRAME in B Cell Lymphomas. JOURNAL 

OF CLINICAL INVESTIGATION, 2022, 132. https://doi.org/10.1172/JCI160983. 

(30) Perdikopanis, N.; Georgakilas, G. K.; Grigoriadis, D.; Pierros, V.; Kavakiotis, I.; Alexiou, 

P.; Hatzigeorgiou, A. DIANA-MiRGen v4: Indexing Promoters and Regulators for More 

than 1500 MicroRNAs. NUCLEIC ACIDS RESEARCH, 2021, 49, D151–D159. 

https://doi.org/10.1093/nar/gkaa1060. 

(31) Peska, V.; Fajkus, P.; Bubenik, M.; Brazda, V.; Bohalova, N.; Dvoracek, V.; Fajkus, J.; 

Garcia, S. Extraordinary Diversity of Telomeres, Telomerase RNAs and Their Template 

Regions in Saccharomycetaceae. SCIENTIFIC REPORTS, 2021, 11. 

https://doi.org/10.1038/s41598-021-92126-x. 

(32) Quin, J.; Sedmik, J.; Vukic, D.; Khan, A.; Keegan, L. P.; O’Connell, M. A. ADAR RNA 

Modifications, the Epitranscriptome and Innate Immunity. TRENDS IN BIOCHEMICAL 

SCIENCES, 2021, 46, 758–771. https://doi.org/10.1016/j.tibs.2021.02.002. 

(33) Raxwal, V. K.; Singh, S.; Agarwal, M.; Riha, K. Transcriptional and Post-Transcriptional 

Regulation of Young Genes in Plants. BMC BIOLOGY, 2022, 20. 

https://doi.org/10.1186/s12915-022-01339-7. 

(34) Rengaraj, P.; Obrdlik, A.; Vukic, D.; Varadarajan, N. M.; Keegan, L. P.; Vanacova, S.; 

O’Connell, M. A. Interplays of Different Types of Epitranscriptomic MRNA Modifications. 

RNA BIOLOGY, 2021, 18, 19–30. https://doi.org/10.1080/15476286.2021.1969113. 

(35) Romeiro Motta, M.; Zhao, X.; Pastuglia, M.; Belcram, K.; Roodbarkelari, F.; Komaki, M.; 

Harashima, H.; Komaki, S.; Kumar, M.; Bulankova, P.; Heese, M.; Riha, K.; Bouchez, D.; 

Schnittger, A. B1-Type Cyclins Control Microtubule Organization during Cell Division in 

Arabidopsis. EMBO REPORTS, 2022, 23. https://doi.org/10.15252/embr.202153995. 

(36) Sandova, V.; Pavlasova, G. M.; Seda, V.; Cerna, K. A.; Sharma, S.; Palusova, V.; Brychtova, 

Y.; Pospisilova, S.; Fernandes, S. M.; Panovska, A.; Doubek, M.; Davids, M. S.; Brown, J. 

R.; Mayer, J.; Mraz, M. IL4-STAT6 Signaling Induces CD20 in Chronic Lymphocytic 

Leukemia and This Axis Is Repressed by PI3K Delta Inhibitor Idelalisib. 

HAEMATOLOGICA, 2021, 106, 2995–2999. 

https://doi.org/10.3324/haematol.2021.278644. 

(37) Seda, V.; Vojackova, E.; Ondrisova, L.; Kostalova, L.; Sharma, S.; Loja, T.; Pavlasova, G. 

M.; Zicha, D.; Peskova, M. K.; Krivanek, J.; Liskova, K.; Kren, L.; Benes, V.; Litzmanova, 

K. M.; Borsky, M.; Oppelt, J.; Verner, J.; Pospisilova, S.; Brychtova, Y.; Panovska, A.; Tan, 

Z.; Zhang, S.; Doubek, M.; Cerna, K. A.; Mayer, J.; Mraz, M. FoxO1-GAB1 Axis Regulates 

Homing Capacity and Tonic AKT Activity in Chronic Lymphocytic Leukemia. BLOOD, 

2021, 138, 758–772. https://doi.org/10.1182/blood.2020008101. 

https://doi.org/10.1186/s12859-021-04064-0
https://doi.org/10.1186/s12859-021-04064-0
https://doi.org/10.1136/jmedgenet-2020-107048
https://doi.org/10.1172/JCI160983
https://doi.org/10.1093/nar/gkaa1060
https://doi.org/10.1038/s41598-021-92126-x
https://doi.org/10.1016/j.tibs.2021.02.002
https://doi.org/10.1186/s12915-022-01339-7
https://doi.org/10.1080/15476286.2021.1969113
https://doi.org/10.15252/embr.202153995
https://doi.org/10.3324/haematol.2021.278644
https://doi.org/10.1182/blood.2020008101
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(38) Sharma, S.; Pavlasova, G. M.; Seda, V.; Cerna, K. A.; Vojackova, E.; Filip, D.; Ondrisova, 

L.; Sandova, V.; Kostalova, L.; Zeni, P. F.; Borsky, M.; Oppelt, J.; Liskova, K.; Kren, L.; 

Janikova, A.; Pospisilova, S.; Fernandes, S. M.; Shehata, M.; Rassenti, L. Z.; Jaeger, U.; 

Doubek, M.; Davids, M. S.; Brown, J. R.; Mayer, J.; Kipps, T. J.; Mraz, M. MiR-29 

Modulates CD40 Signaling in Chronic Lymphocytic Leukemia by Targeting TRAF4: An 

Axis Affected by BCR Inhibitors. BLOOD, 2021, 137, 2481–2494. 

https://doi.org/10.1182/blood.2020005627. 

(39) Verma, S.; Attuluri, V. P. S.; Robert, H. S. An Essential Function for Auxin in Embryo 

Development. COLD SPRING HARBOR PERSPECTIVES IN BIOLOGY, 2021, 13. 

https://doi.org/10.1101/cshperspect.a039966. 

(40) Verma, S.; Attuluri, V. P. S.; Robert, H. S. Transcriptional Control of Arabidopsis Seed 

Development. PLANTA, 2022, 255. https://doi.org/10.1007/s00425-022-03870-x. 

(41) Watson, J. M.; Trieb, J.; Troestl, M.; Renfrew, K.; Mandakova, T.; Fulnecek, J.; Shippen, D. 

E.; Riha, K. A Hypomorphic Allele of Telomerase Uncovers the Minimal Functional Length 

of Telomeres in Arabidopsis. GENETICS, 2021, 219. 

https://doi.org/10.1093/genetics/iyab126. 

 

 

https://doi.org/10.1182/blood.2020005627
https://doi.org/10.1101/cshperspect.a039966
https://doi.org/10.1007/s00425-022-03870-x
https://doi.org/10.1093/genetics/iyab126
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1.2 SECONDMENTS AND INTERNSHIPS 

Unfortunately, the outgoing problems with COVID during the 1st reporting period affected the 

start of secondments and internships. No one was allowed to join another lab last year due to 

measures that were applied by national governments and by the director of CEITEC MU. We 

resumed the secondments and internships in spring 2022. 

 

In numbers of secondments: 

• number of outgoing ESR secondments: 5 

• number of outward researchers secondments: 2 

• number of inward researchers secondments: 0 

 

1.2.1 Outward ESR and researchers secondments 

Table 1. ESR secondments  

Participant Hosting institution Term 

Alžběta Kusová Laboratory of Falk Butter, IMB 7.3.2022-13.3.2022 

Praveenkumar 

Rengaraj 

Vladimir Benes lab., EMBL 17.7.2022-7.8.2022 

Juan Francisco 

Sanchez Lopez 

Andreas Wachter lab., JGU 5.9.2022-7.10.2022 

Karolína Trachtová Vladimir Benes lab., EMBL 6.11.2022-12.11.2022 

Terézia Kurucová Vladimir Benes lab., EMBL 6.11.2022-12.11.2022 

 

Table 2. Researchers secondments  

Participant Hosting institution Term 

Lucie Bozděchová Laboratory of Mark Helm, JGU   20.2.2022-18.3.2022 

Vojtěch Bystrý Vladimir Benes lab., EMBL 6.11.2022-12.11.2022 

 

 

Table 3. Secondment plan for 2023 

Participant Position Hosting institution Term 

Qiupei Du PhD Sara Macias lab., UEDIN January 2023 

Rosangela Digilio PhD Julian König lab., IMB  January 2023 

Josef Večeřa Senior 

researcher 

Vladimir Benes lab., EMBL 

 

March 2023 

Peter Maník PhD Falk Butter lab., IMB  April 2023 

Vivek Raxwal Postdoc Marie-Luise Winz lab., JGU January 2023 

Priyadharshini 

Selvaraj 

PhD Mark Helm lab., JGU  February 2023 
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1.2.2 Inward secondments 

During the 1st project period, no inward secondment of researchers from Twinning partners 

were implemented. We plan to organize the visits in 2023. 

 


